Can ChatGPT explain protein
Interactions better than

Knowledge Graphs?
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s there an interaction between protransforming growth
factor a (TGF-a) and disks large homolog 2 (DGL2)?
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Figure 2: Bar chart using different sets of disjoint common cannot give a definitive answer to this specific

Figure 1: Role of DIg5 and TGF-f in cancer prevention ancestors to represent the pair. Each bar represents the
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being correct (red for class O and green for class 1). context of the interaction you are referring to.
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Figure 3: Overview of SEEK.
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